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Abstract: Thew hitefly B enisia tabaci (Genn ) is an important agricultural pest that feeds in the phloem. It al is themost
mportant vector of several plant virus genera, worldv ide B. tabaci is considered by most to represent a ecies complex,
w hich comprises a large number of genetically and biologically variable populations, and w ell-studied biological types TheB
biotype is aparticularly aggressiveB. tabaci variant that has been established in many of theworlds cropping system s including
China It hasbecome established inmany locationsworldw ide, beginning in about 1988 Since then, it hasbeen of considerable
concern as a pest and virus vector in the Americas and Caribbean region, and other countries having subtropical clmates In
ChinaB. tabaci became an mportant agricultural pest and virus vector in the late 1990s, and its establishment in Chinaw as
reported for the first time in 2002 TheB biotype is now widegpread in a number of provinces in Chinaw here vegetables,
cotton, and ornamentals are produced

Recent studies have damonstrated that there are severalmajor B. tabaci hgplotypes in China including those thought to be
indigenous, and at least one exotic biotype (e g theB biotype). In China and elsav here, it has become realized that the B.
tabaci populations are polymorphic, cryptic ecies that can upsurge without warning and cause great danage to crop and
ornanental species It is mportant to understand the biology differences betw een biotypes of B. tabaci in order to devise

effective control practices Characteristics that are known to vary anongst distinct biotypes of B. tabaci include host range,
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virus transnission competency, fecundity, insecticide resistance, all of which can feasibly influence managenent strategies

M olecular markers have been used to distinguish biotypes and to analyze genetic differentiation The mitochondrial
cytochrome oxidase | (mt CO 1) gene is a highly informative coding sequence for differentiating variants of the B. tabaci
complex ThemtCO lw as herein used asamarker to identify and detem ine the distribution of haplotypesor biotypesin China

Key words B enisia tabaci Gennadius biotype biology; identification methods genetic differentiation
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Table 1 Geographic distr ibution of different B. tabaci biotypes in China
Collection sites Biotype References
Beijing B [8 11]
. o Guangzhpu, Shenzhen, Foshan, Zhuhai, B (8 10]
Zhongshan, M eizhou, Xinhui, Yangshan of Guangdong Province
Qingzhou, T aian, Q ingdao, Zaozhuang of Shandong Province B [8,10, 11]
Shanghai B [8,11]
Xian, Shannxi Province B [9]
Tulufan, Shihezi of X injiang Province B [9]
Hefei, A nhui Province B [10]
N anchang, Jiangxi Province B [10]
Fuzhou, Fujiang Province B [10]
Guiyang, Guizhou Province B [10]
Chongging, China B [10]
N anning, Guangxi Province B [10]
Y angzhou, N anjing of Jiangsu Province B [10, 11]
D anzhou, Haikou of Hainan Province B [10, 11]
Zhengzhou, H € nan Province B [11]
Jinhua, Zhejiang Province B
Kunmming, Yunnan Province Q [11]
Zhengzhou, He'nan Province Q
Haidian, Beijing Q
Taiwan, China B (nonB) [12]
Hainan Province B (nonB) [12]
Fuzhou, Fujian Province B (nonB) [8,9]
N anning, Guangxi Province B (nonB) [8]
Xiangtan, Hu'nan Province B (nonB) [10]
Y ichang, H ubei Province B (nonB) [10]
Kunmming, Y unnan Province B (nonB) [10]
Taiyuan Shanxi Province B (nonB) [10]
Xinfeng, Y ingde, Shixing, Guangzhou of Guangdong Province B (nonB) [10],
Jinhua, Zhejiang Province B/Q (nonBAQ)
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population genetic structure and invasive mechanisn of the exotic Bamisia tabaci (Gennadius); Ph D. dissertation of Shenyang A gricultural

U niversity. 2004; the same below
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