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Abstract : Genetic engineering is becoming a useful tool in plants to improve quality, stress tolerance, and pest, disease and
herbicide resistance etc. , however, many concerns have been expressed about whether the transgenic products would pose
negative influences on plants and animals, human life and health, as well as on genetic resources and environment. Among
many controversial biosafety issues, the potential environmental risks of transgenes flowing from a crop to the environment
become one of major topics. Corn is one of major transgenic crops in the world and transgenic pollen dispersal is considered as
a major issue in the risk assessment of transgenic corn. The objective of this study was to determine the gene flow of transgenic
corn under ecologic environment condition in China. A transgenic corn variety GA21 carrying the EPEPS gene was planted in
the 5X 5m? plot, while Luyu No. 10, a non-transgenic corn variety was grown surrounding them. From non-transgenic corn
plants with various distance from the transgenic corn plot, seeds were collected and then screened for the EPEPS gene using
herbicide spray and PCR assay. Highest frequency of the transgene was observed at 0 to 5m distance from transgenic plot and
the frequency decreased with increase of the distance. The transgene even could be detected from seeds of non-transgenic plants
that were up to 150m away from the transgenic plants. From this experiment,it can be concluded that for a small-scale field
test, The possibility of escapes of engineered gene to wild relatives was also discussed.
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EERHEYNAESHERSERE, TEQRE 5 M HE . OGMC A B XA SR EH W, T NRES; QGMC HIME
EEMMEXYHHER @WK H GMC MIERFEYHEN; ONBEREREYNTRNE ;O EREYNEY S
23 cd:)-2 TR

EXREER EFENREANERIEY, HEFME 14000 77 hm?, F EHEH FE K EKREH, ¥ FMIHE 2400 7 hm®, I
3k R E EREREER M, 2003 FEH FAEEERNEK 1550 7 hm?, 5 ERBERE 11%,2004 FEXF 2040 . RE
A R RRY, BREERERBIE AL, BTN 7 MR ERSHERBARELE N LE
FAHINSBREEEARTAFERR BT EHTHEREAMNREESHRRZEEHRTHR . EXIAREYH
REBALYFEN , RRBRENRF LSS,

1 HREAE
1.1 #H

HEEEERMHINBEREX GA2L, FIAHEREXM FRAELMNBHER LBAGRME HEERSAE, T

BEEKRNEELS,

1.2 ¥

1.2.1 EFREBMNESAHAENE BHE-FRBR, EP R SmXom WHEEREEXCHRIELHHEE, REREXRET
4y 2 AR BIRE 7)) ENNEBHIERERNEXEE 105 MEABEEMN . EH., EEREPCBRAE RAOMERERS
HOLFERERRBIS KA R FERE. L 4 AR AESHEEREEX 1.5.10,15,30.60m, ZEJL 7 Al 50,100,150, 200 m 4B
PEBBR 20 M EXRRBEE 1 £8) BT EHENA.

1.2.2 WEHFE

OhYPilE HERMIOAEXRRBUERMFALLBEMN BHTBLEE 105 IR FHEREEREBEZEN
BLRRERKE 3~4 MBt, S5 IAE KRB RS 3908 W B B HE R K BR B ) GRIL AR A R 47, 200g/667m) , Ff 2 /B A ZE R
EHB AES IR ERFEREMEAR T H EEEEEXARERSREN ERFRPRABEEENEREENERE . D5
BEEREERNEBMARESNRERE.

@PCR Wl XA B AR RAREITRN, B ERERS BN ERTLER AR EHRERZWHE.
HHRIET)BEHLA R B 20 Bk, B CTAB 3:4RH DNA, %3 ¢ X347 PCR KA. UL FETSENBENER.

@Y /FH Cpd-epsps £H CE-F:5CCTTCATGTTCGGCGGTCTCGS' ;

CE-R:5'GCGTCATGATCGGCTCGATGS3 ; iy 1 K Bt 4 498bp.

Nos £ L F#H Pnos-F:5'GAATCCTGTTGCCGGTCTTGS s

Pnos-R:5' TTATCCTAGTTTGCGCGCTAS' ; FA Y 1% A Bt & 180bp.

CaMV35S s FHE 35s-F:5GCTCCTACAAATGCCATCATTGCS' ;

358-R:5'GATAGTGGGATTGTGCGTCATCCCS' ; i 147 84 A Bt Xy 195bp.,

IVR #H F1:5CCGCTGTATCACAAGGGCTGGTACCS ;

R1:5GGAGCCCGTGTAGAGCATGACGATCS ; Fi iy 1 5 B 225bp.
2 GRENW

UMM EBREN 2 BE, EXXERERATERELER.
HMREAERERZNG EARETF 4 EETLY, KU
ERIEFFEKIETHAHNE PCREOUGEREVN AKERE
KA A7 EPSPS Z B , ##k A4 1< 3 30 R R FE T BT F 36
R A &K EPSPS B, ik EXRMH P 90% A& HF EPSPS
2H.

a4 TN PCRIUEMNER, ARERRFEFHEX
ERHEBELE 1, ERGEBESEEREMLZE 1m & 498kb
EBHEHE 40K L. 5m LR ERMEBERRE, HE %L
E,15m SR R B R, £ 60m MR ANEBENEE 1%,
FERERHRAEBEER 150m,7E 200m 4 ¥4 W B 5 E ; il
B#H, REHBREREN FAAERLEXNEBELERE 1 PCRZSE
%, Eﬂ:@ﬁ%ﬁ$5ﬂﬁ%fﬂ%ﬁﬁﬂ9: Fig.1 EPSPS




2452 £ X % #H 25 &

y=0.31703—0. 0723%Inx, r=—20.88091
R GRAL FE 36 FE R R B E R G BIR R A A Z R, R M B, L KR, AR 7 lm &
ERAPEE Sm ARRAF AEBRERBE, R FHBEFN 19.58%, TR HBRAKN 9. 32%, M2 1. 10 fF. 5 15m i
B 1. 15 4%, Bl 30m B A3 2. 05 £%,B) 60m BHAHZE 4 ¥ EERKE R E, BEMBBRN, 7 0.05 KF L, R 5K
AR M ELEBREIREE BLSEHEREE. ARATALESRNER 5B EREHREEZHE RELR
08, Yt XU E BRI 0, B LUR LA PG 3677 5 B R oK e,

%1 TREBTREFAEXRERRBR

Table 1 Corn Gene flow rates in different distances and direction

AT ER BB 7HEER B BBEEROD & Z 1k Different
EE'E(m) .fflfﬂ. Corn seedlings number Corn seedlings number Gene flow _—
Distances Direction before praying after praying rates 0. 05 0.01
4t Northeast 4210 1893 44. 96
1 P4t Northwest 3806 1657 43.54 a ’ A
Vi# Southwest 4090 1733 42. 37
% Southeast 3978 1794 45.10
%4t Northeast 2865 561 19.58
5 P44t Northwest 2756 509 18. 47 b B
P49 Southwest 2791 260 9.32
# M Southeast 2974 323 10. 86
%t Northeast 2796 363 12. 98
10 753k Northwest 2651 329 12. 41 c BC
P8R Southwest 2650 160 6.04
# T Southeast 2568 179 6. 97
Z 4t Northeast 2954 197 6. 67
15 P44k Northwest 2910 158 5.43 d c
P4 B Southwest 2389 74 3.10
#<H Southeast 2380 117 4.92
#dt Northeast 3109 54 1.74
30 P4k Northwest 2960 31 1.05 d c
PiE Southwest 2456 14 0.57
7R Southeast 2658 41 1.54
Z 4t Northeast b 2699 27 1. 00
60 Fidk Northwest 2743 24 0.87 . D
P8R Southwest 2467 5 0.20
#<# Southeast 2290 8 0.35
50 Jt North 3678 65 1.77
100 Jt North 3980 5 0.13
150 4t North 4026 2 0.05
200 1t North 3510 0 0. 00
3 itig
SEREALESEREEESN, K EaS 0B S RET A RRETRN, B E R EENITEEEYES
T A M S R 0

EREREBEMOERAIMEZ ERAKRE ENBURSRE T (R MR I8 RS 5% 0 , i 5 7650 L7 e R
HEFUFRTHEBRERTEETA.

ERALL AT TR RN, TR 05 A B B B Ky 3d, B # S LR B BT UG ™, B R AR 38 %
— AR i TR A B B HOBR , BT LA B K A0 B R RV 4 R L 7B S KU T LU R AR T R B R e
WEERE B ARKLERS AR ERERNEEREATRLMHOETH FEIEBEEHAL AEERNRESLE
R SRR IR 2 N RS0 EE R AR B FOK B Y A, T R BRI K T 55 2 R 3K & 9 2 A A0
SR B B KR . 3 VB R AN B K LA B0 A B A, th SRR R O SR — e SRR R E 4 4,

FERPR S R B ROK R, 0K P9 A0 A1 U5 2 I 160 A D O 4 0 R 4 2 BE B B R IR R B R R X SRS R P R AEF
KR, LA T XA REA AL RBERAY B R ERBRARE, WA XX EOREERETR .
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% EPSPS £EHRENERAITTHR WS FETHEEIKENEBRARMER, REREKRERRNEFIB P&
FEM- SRS BEERAN R B FUEBARER - X ERELRERGE RERETRERRANT® . 38
MBI E T KRR R HBKEER N 150~200m, FFUAA R BEEE RN 200m UL, A BRI FEEEOT BHBAFH
M.

BREBHEXXRERERRAEKARFALREEBANERETRZHCR, FERAEENERRZNECEDRY
TR AR , BT LA 7E Y (8] 2 R 85 ) T BB AR/
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