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Comparative study on ecotype differentiation of Leymus chinensis

in different geographic populations at moleculat level

QIAN Ji,MA Yu-Hong,REN Wen-Wei,ZHENG Shi-Zhang  (Department of Environment and Re-
source BiologysFudan University,Shanghai 200433 ,China)

Abstract: The Leymus chinensis from different geographic populations were cultured in the campus and
were used as materials in this research. Random amplified polymorphic DNA (RAPD) analysis was applied
to these populations. Twenty random 10-mer primers yielded one hundred RAPD polymophic bands. Bands
were scored (4 /—) and un-weighed pair group method with arithmetic mean (UPGMA) was used to gen-
erate dendrograms showing genetic relationships among the evaluated L. chinensis populations. Cluster
analysis showed that Xiwuqi and Dingweizhan’s populations have the smallest genetic distance and belong
to the same ecotype ; Xeltala and Jilin’s may belong to the different ecotypes;Aqi’s may be thought as oth-
er ecotype,because it has special characteristics. The result also made us sure that water was the most im-
portant factor among all that influence the ecotype differentiation among different geographic populations
of Leymus chinensis.
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Table 1 The data of environment in the main investigated plot
=10 (ml)
(°N) CE) (m) .
. . . (C)Total Annual Moisture )
Sample Latitude Longitude Altitude o - Soil type
temperature percipitation coefficient
N44.0 E115.0 1100~1300 2000 200~250 0.13 ¢
@ N43. 6 E116.7 1000~1300 2200 350 0.3 <
N44. 6 E117.6 1000~1300 2000 300~350 0.3 &
D N50. 5 E120.2 700~800 1700 350~400 0.6~0.9 2
© N44. 6 E122 500 2545~3374 313~581 0.8 9

The seed of Aqi was from ranch (1) Aqi; @ Dinweizhan; @ Xiwuqi; @ Xieertala; G

Jilin ; @) Chestnut soil ;@) Typical chestnut soil ; @Dark chestnut soil ; ©Chemozem ; (0Saline-alkali soil
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Table 2 The similarity (under diagonal) and genetic distance

(upon diagonal) among different geographic populations of Ley-

mus chinensis according RAPD data
jil xel xXwq dwz aq
jil — 0.419 0. 357 0.465 0. 565
xel 0. 657 — 0. 320 0.252 0.610
XW(q 0. 700 0.720 — 0. 154 0. 340
dwz 0. 620 0.777 0. 857 — 0.411
aq 0. 568 0.543 0. 706 0. 660 —
(il ; sxel ; $XW(Q sdwz . saq: )
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Fig.1 The RAPD electrophoretogram of primer P19
(right) and P20(left) in different populations of Ley-
mus chinensis (\-+PBR32),

M1:PBR322;0. empty 1. Jilin 2. Xetl 3. Xwq 4. Dwz
5. AQ. M2 :ADNA/EcoR I +Hind I ;6. empty 7. Jilin
8. Xetl 9. Xwq 10. Dwz 11. Aq M3:PBR322

0.154,
( 0.415),

LR Genetic distance
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Fig. 2 The agglomerate classification of differ-
ent geographic populations of Leymus chinensis
according to RAPD data
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